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Description of the experimental design for the analysis of
the stress response of D. vuigaris exposed to air for up to 5 hrs (~
1 doubling time) compared to cells exposed to N,. Samples at time
0 (CO and VO) and time 5 hrs (C1 and V1) were pooled for the
proteomics analysis. Samples for microarray analysis were taken

at2 hrs,
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Example of ICAT resut for one heavy-Sght pair
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heir differential expression profiles 10 CO va C1 (effect of growth) and VO va V1 (effect of | |
| orowsh7estress)
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(A) CE-MS of cations: metaboises (B) CE-MS of anionic metatiolites
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We are currently developing differential metabolome analysis methods 1o
quantify changes in metabolite lavels rosulting form exposure 10 stress.
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* Gene expression analysis using

Sulfate reducing pathway lbowlng lhc three .n:ymu found to




